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0npage 37.4- S. a fter ..alanine, insert-, as shown 

in se. ID*, — x/». ~~ " iS ° leUCine "' inSer V"r s 
/ -, • 11 after "qlycine" , insert --, as 
shown in Seq. ID No. 4/--. Ixne 13, after g y 

shown in Seq. ID No. 46--. 



TM THE CLAIMS 



(Twice amended) The 



isolated and purified 



■=5=; — 1. \ v -i-wxv-*- 

■ZLi.1 revel transcribe („, of cUi- ». — « 
^ . sequle of a^ino acid — a, «Uc~. 
Asp - ft s P , wherein \a is alanine or cysteine. a S shown rn Seq. 



/(^ No. [4, residues 168V171] 4*. 



2 (^Vended) The baCterlal ^ ° f Cl3im 1 

whic h [has/s^ a\econa sequence of amino acid residues a, 
fo llows : Ser-Xaa-XaaX, wherein ^ « — ~ ^ ' 
hydr o P ho b ic reside seiecL from the .roup consists of vaX n 
P enylalanine, leucine a nd\iso leucine, Xaa, is a polar res.du 

n.Atina of threonine, asparagine, lysine 
selected from the group consisting of 

a nd serine an. Xaa 2 is a hXhobic reside selected from.. 
group consists of trypto.han, Walanine and alanrne, as shown 
in Seq. ID No. [4, residues 96- 9 \l $t 



3 (Twice amendL The bacterial RT of claim 2 

■ , AX sequence of amino acid residues as 
which [has] contains, a thMSsequen 
-■S?*" 1 ft n Xaa Xaa ». i. * hydrophobic resrdue 

^soTm^THs, follows: Asn-Xaa-xaa,, 
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selected fro. the groLp consisting of alanine, leucine and 
phenylalanine and Xaaii^a hydrophobic residue eeljcte^gc^ 



^ group consisting of }4uc 



ine valine and isoleucine. 



^n^T?,. (We amended) The bacterial RT of claim 

^h^has, satL a fourth se q uence of amino acid residues as 
follows: Xaa-Val-Tnr-Gly, wherein Xaa is a polar residue selected 
from the group cons\sting of arginine, glutamic acid, lysine. 



valine and glutamine, \s shown in Seq. ID No . [4, residues 225-228) 




5. (Twice amended) The bacterial RT of claim 1 

Lien [ha.] [thycommon, subdomains 1 through 7 shown „ 

^ri regions in Fi/ure 14. 




(TWice amended) The bacterial RT of claim 
IT [has] cpntaik the «x ^nserve^ amino acid residues as 
C/ ^ shown by bla^irVn Figure l JSSAJ! t i- - «obrc 
residue and p is a smaj\j^r^_esidue . 



An isolated and purified 
:id sequence selected from 
'gure 14 [, which sequences are shown in 



8 . (Twice amended) 
bacterial RT which comprises an amino acid sequence selected from 

568 JbAtefe'.Sr3» - — ^ 

the sequences shown m Figu. 
Seq. ID Nos. 30-36] . 




